EXPRESS MAIL NO: EV398879045US 



1 



SEQUENCE LISTING 

<110> Winkler, David G. 
Latham, John 
Skonier, John 
Shpektor, Diana 
Hayes, Trenton 
Geoghegan, James 

<120> LIGANDS FOR TGF-BETA BINDING PROTEINS AND USES THEREOF 
<130> 60117-39 
<140> US 

<141> 2004-03-12 
<160> 16 

<170> FastSEQ for Windows Version 3.0 

<210> 1 
<211> 2301 
<212> DNA 
<213> Homo sapien 



<400> 1 

agagcctgtg ctactggaag gtggcgtgcc ctcctctggc tggtaccatg cagctcccac 60 

tggccctgtg tctcgtctgc ctgctggtac acacagcctt ccgtgtagtg gagggccagg 120 

ggtggcaggc gttcaagaat gatgccacgg aaatcatccc cgagctcgga gagtaccccg 180 

agcctccacc ggagctggag aacaacaaga ccatgaaccg ggcggagaac ggagggcggc 240 

ctccccacca cccctttgag accaaagacg tgtccgagta cagctgccgc gagctgcact 300 

tcacccgcta cgtgaccgat gggccgtgcc gcagcgccaa gccggtcacc gagctggtgt 360 

gctccggcca gtgcggcccg gcgcgcctgc tgcccaacgc catcggccgc ggcaagtggt 420 

ggcgacctag tgggcccgac ttccgctgca tccccgaccg ctaccgcgcg cagcgcgtgc 480 

agctgctgtg tcccggtggt gaggcgccgc gcgcgcgcaa ggtgcgcctg gtggcctcgt 540 

gcaagtgcaa gcgcctcacc cgcttccaca accagtcgga gctcaaggac ttcgggaccg 600 

aggccgctcg gccgcagaag ggccggaagc cgcggccccg cgcccggagc gccaaagcca 660 

accaggccga gctggagaac gcctactaga gcccgcccgc gcccctcccc accggcgggc 720 

gccccggccc tgaacccgcg ccccacattt ctgtcctctg cgcgtggttt gattgtttat 780 

atttcattgt aaatgcctgc aacccagggc agggggctga gaccttccag gccctgagga 840 

atcccgggcg ccggcaaggc ccccctcagc ccgccagctg aggggtccca cggggcaggg 900 

gagggaattg agagtcacag acactgagcc acgcagcccc gcctctgggg ccgcctacct 960 

ttgctggtcc cacttcagag gaggcagaaa tggaagcatt ttcaccgccc tggggtttta 1020 

agggagcggt gtgggagtgg gaaagtccag ggactggtta agaaagttgg ataagattcc 1080 

cccttgcacc tcgctgccca tcagaaagcc tgaggcgtgc ccagagcaca agactggggg 1140 

caactgtaga tgtggtttct agtcctggct ctgccactaa cttgctgtgt aaccttgaac 1200 

tacacaattc tccttcggga cctcaatttc cactttgtaa aatgagggtg gaggtgggaa 1260 

taggatctcg aggagactat tggcatatga ttccaaggac tccagtgcct tttgaatggg 1320 

cagaggtgag agagagagag agaaagagag agaatgaatg cagttgcatt gattcagtgc 1380 

caaggtcact tccagaattc agagttgtga tgctctcttc tgacagccaa agatgaaaaa 1440 

caaacagaaa aaaaaaagta' aagagtctat ttatggctga catatttacg gctgacaaac 1500 



2 . 



tcctggaaga 
ccctccatct 
ggtgggaggg 
acccatagcc 
ccttgcaggc 
caccgccttc 
tcttacatgt 
gctgtacata 
aatcatttcc 
tttaaacaga 
ttccacgtgg 
atttattttc 
aatattgctt 
acaatgaatc 



agctatgctg 
caaagaaata 
atagaaatca 
atgttttaaa 
ccgagggagc 
tgcccaccac 
gatggcatat 
tgctgagaaa 
agacaacctc 
agcacatgac 
gacttgtcca 
tcacttaagt 
tatgaattaa 
atgaccgaaa 



cttcccagcc 
acatcatcca 
catccgcccc 
gtcaccttcc 
agccatcaca 
tcacggacac 
cttacactaa 
ctgcagagca 
ttactttctg 
atatgaaagc 
caagaatgaa 
tatttatgca 
cagtctgttc 

g 



tggcttcccc 
ttggggtaga 
aacttcccaa 
gaagagaagt 
aactcacaga 
atttctgcct 
aagaatatta 
taatagctgc 
tgtagttttt 
ctgcaggact 
agtagtggtt 
aaagtttttc 
ttccagagtc 



ggatgtttgg 
aaaggagagg 
agagcagcat 
gaaaggttca 
ccagcacatc 
agaaaacagc 
ttgggggaaa 
cacccaaaaa 
aattgttaaa 
ggtcgttttt 
tttaaagagt 
ttgtagagaa 
cagagacatt 



ctacctccac 
gtccgagggt 
ccctcccccg 
aggacactgg 
ccttttgaga 
ttcttactgc 
aactacaagt 
tctttttgaa 
aaaaaaaagt 
ttggcaattc 
taagttacat 
tgacaatgtt 
gttaataaag 



1560 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2301 



<210> 
<211> 
<212> 
<213> 



2 

213 
PRT 

Homo sapien 



<400> 2 



Met 


Gin 


Leu 


1 






Ala 


Phe 


Arg 


Ala 


Thr 


Glu 






35 


Glu 


Leu 


Glu 




50 




Pro 


Pro 


His 


65 






Arg 


Glu 


Leu 


Ala 


Lys 


Pro 


Arg 


Leu 


Leu 






115 


Gly 


Pro 


Asp 




130 




Gin 


Leu 


Leu 


145 






Leu 


Val 


Ala 


Ser 


Glu 


Leu 


Arg 


Lys 


Pro 






195 


Leu 


Glu 


Asn 




210 





Pro Leu Ala Leu Cys Leu 
5 

Val Val Glu Gly 
20 

He He Pro Glu 



Asn Asn Lys Thr 

55 

His Pro Phe Glu 
70 

His Phe Thr Arg 
85 

Val Thr Glu Leu 
100 

Pro Asn Ala He 

Phe Arg Cys He 
135 

Cys Pro Gly Gly 
150 

Ser Cys Lys Cys 
165 

Lys Asp Phe Gly 
180 

Arg Pro Arg Ala 
Ala Tyr 



Gin Gly 

25 
Leu Gly 
40 

Met Asn 



Thr Lys 

Tyr Val 

Val Cys 
105 
Gly Arg 
120 

Pro Asp 

Glu Ala 

Lys Arg 

Thr Glu 
185 
Arg Ser 
200 



Val Cys Leu 
10 

Trp Gin Ala 

Glu Tyr Pro 

Arg Ala Glu 
60 

Asp Val Ser 
75 

Thr Asp Gly 
90 

Ser Gly Gin 

Gly Lys Trp 

Arg Tyr Arg 
140 

Pro Arg Ala 
155 

Leu Thr Arg 
17 0 

Ala Ala Arg 
Ala Lys Ala 



Leu Val 

Phe Lys 

30 
Glu Pro 
45 

Asn Gly 

Glu Tyr 

Pro Cys 

Cys Gly 
110 
Trp Arg 
125 

Ala Gin 

Arg Lys 

Phe His 

Pro Gin 
190 
Asn Gin 
205 



His Thr 
15 

Asn Asp 

Pro Pro 

Gly Arg 

Ser Cys 

80 
Arg Ser 
95 

Pro Ala 

Pro Ser 

Arg Val 

Val Arg 
160 
Asn Gin 
175 

Lys Gly 
Ala Glu 



<210> 3 
<211> 2301 
<212> DNA 



3 



<213> Homo sapien 



<400> 3 

agagcctgtg ctactggaag gtggcgtgcc ctcctctggc tggtaccatg cagctcccac 60 

tggccctgtg tctcgtctgc ctgctggtac acacagcctt ccgtgtagtg gagggctagg 120 

ggtggcaggc gttcaagaat gatgccacgg aaatcatccc cgagctcgga gagtaccccg 180 

agcctccacc ggagctggag aacaacaaga ccatgaaccg ggcggagaac ggagggcggc 240 

ctccccacca cccctttgag accaaagacg tgtccgagta cagctgccgc gagctgcact 300 

tcacccgcta cgtgaccgat gggccgtgcc gcagcgccaa gccggtcacc gagctggtgt 360 

gctccggcca gtgcggcccg gcgcgcctgc tgcccaacgc catcggccgc ggcaagtggt 420 

ggcgacctag tgggcccgac ttccgctgca tccccgaccg ctaccgcgcg cagcgcgtgc 480 

agctgctgtg tcccggtggt gaggcgccgc gcgcgcgcaa ggtgcgcctg gtggcctcgt 540' 

gcaagtgcaa gcgcctcacc cgcttccaca accagtcgga gctcaaggac ttcgggaccg 600 

aggccgctcg gccgcagaag ggccggaagc cgcggccccg cgcccggagc gccaaagcca 660 

accaggccga gctggagaac gcctactaga gcccgcccgc gcccctcccc accggcgggc 720 

gccccggccc tgaacccgcg ccccacattt ctgtcctctg cgcgtggttt gattgtttat 780 

atttcattgt aaatgcctgc aacccagggc agggggctga gaccttccag gccctgagga 840 

atcccgggcg ccggcaaggc ccccctcagc ccgccagctg aggggtccca cggggcaggg 900 

gagggaattg agagtcacag acactgagcc acgcagcccc gcctctgggg ccgcctacct 960 

ttgctggtcc cacttcagag gaggcagaaa tggaagcatt ttcaccgccc tggggtttta 1020 

agggagcggt gtgggagtgg gaaagtccag ggactggtta agaaagttgg ataagattcc 1080 

cccttgcacc tcgctgccca tcagaaagcc tgaggcgtgc ccagagcaca agactggggg 1140 

caactgtaga tgtggtttct agtcctggct ctgccactaa cttgctgtgt aaccttgaac 1200 

tacacaattc tccttcggga cctcaatttc cactttgtaa aatgagggtg gaggtgggaa 1260 

taggatctcg aggagactat tggcatatga ttccaaggac tccagtgcct tttgaatggg 1320 

cagaggtgag agagagagag agaaagagag agaatgaatg cagttgcatt gattcagtgc 1380 

caaggtcact tccagaattc agagttgtga tgctctcttc tgacagccaa agatgaaaaa 1440 

caaacagaaa aaaaaaagta aagagtctat ttatggctga catatttacg gctgacaaac 1500 

tcctggaaga agctatgctg cttcccagcc tggcttcccc ggatgtttgg ctacctccac 1560 

ccctccatct caaagaaata acatcatcca ttggggtaga aaaggagagg gtccgagggt 1620 

ggtgggaggg atagaaatca catccgcccc aacttcccaa agagcagcat ccctcccccg 1680 

acccatagcc atgttttaaa gtcaccttcc gaagagaagt gaaaggttca aggacactgg 1740 

ccttgcaggc ccgagggagc agccatcaca aactcacaga ccagcacatc ccttttgaga 1800 

caccgccttc tgcccaccac tcacggacac atttctgcct agaaaacagc ttcttactgc 1860 

tcttacatgt gatggcatat cttacactaa aagaatatta ttgggggaaa aactacaagt 1920 

gctgtacata tgctgagaaa ctgcagagca taatagctgc cacccaaaaa tctttttgaa 1980 

aatcatttcc agacaacctc ttactttctg tgtagttttt aattgttaaa aaaaaaaagt 2040 

tttaaacaga agcacatgac atatgaaagc ctgcaggact ggtcgttttt ttggcaattc 210.0 

ttccacgtgg gacttgtcca caagaatgaa agtagtggtt tttaaagagt taagttacat 2160 

atttattttc tcacttaagt tatttatgca aaagtttttc ttgtagagaa tgacaatgtt 2220 

aatattgctt tatgaattaa .cagtctgttc ttccagagtc cagagacatt gttaataaag 2280 

acaatgaatc atgaccgaaa g 2301 



<210> 4 

<211> 23 

<212> PRT 

<213> Homo sapien 

<400> 4 

Met Gin Leu Pro Leu Ala Leu Cys Leu Val Cys Leu Leu Val His Thr 

1 1 5 10 15 

Ala Phe Arg Val Val Glu Gly 
20 



4 



<210> 5 
<211> 2301 
<212> DNA 
<213> Homo sapien 



<400> 5 

agagcctgtg ctactggaag gtggcgtgcc ctcctctggc tggtaccatg cagctcccac 60 

tggccctgtg tctcatctgc ctgctggtac acacagcctt ccgtgtagtg gagggccagg 120 

ggtggcaggc gttcaagaat gatgccacgg aaatcatccg cgagctcgga gagtaccccg 180 

agcctccacc ggagctggag aacaacaaga ccatgaaccg ggcggagaac ggagggcggc 240 

ctccccacca cccctttgag accaaagacg tgtccgagta cagctgccgc gagctgcact 300 

tcacccgcta cgtgaccgat gggccgtgcc gcagcgccaa gccggtcacc gagctggtgt 360 

gctccggcca gtgcggcccg gcgcgcctgc tgcccaacgc catcggccgc ggcaagtggt 420 

ggcgacctag tgggcccgac ttccgctgca tccccgaccg ctaccgcgcg cagcgcgtgc 480 

agctgctgtg tcccggtggt gaggcgccgc gcgcgcgcaa ggtgcgcctg gtggcctcgt 54 0 

gcaagtgcaa gcgcctcacc cgcttccaca accagtcgga gctcaaggac ttcgggaccg 600 

aggccgctcg gccgcagaag ggccggaagc cgcggccccg cgcccggagc gccaaagcca 660 

accaggccga gctggagaac gcctactaga gcccgcccgc gcccctcccc accggcgggc 720 

gccccggccc tgaacccgcg ccccacattt ctgtcctctg cgcgtggttt gattgtttat 780 

atttcattgt aaatgcctgc aacccagggc agggggctga gaccttccag gccctgagga 840 

atcccgggcg ccggcaaggc ccccctcagc ccgccagctg aggggtccca cggggcaggg 900 

gagggaattg agagtcacag acactgagcc acgcagcccc gcctctgggg ccgcctacct 960 

ttgctggtcc cacttcagag gaggcagaaa tggaagcatt ttcaccgccc tggggtttta 1020 

agggagcggt gtgggagtgg gaaagtccag ggactggtta agaaagttgg ataagattcc 1080 

cccttgcacc tcgctgccca tcagaaagcc tgaggcgtgc ccagagcaca agactggggg 1140 

caactgtaga tgtggtttct agtcctggct ctgccactaa cttgctgtgt aaccttgaac 1200 

tacacaattc tccttcggga cctcaatttc cactttgtaa aatgagggtg gaggtgggaa 1260 

taggatctcg aggagactat tggcatatga ttccaaggac tccagtgcct tttgaatggg 1320 

cagaggtgag agagagagag agaaagagag agaatgaatg cagttgcatt gattcagtgc 1380 

caaggtcact tccagaattc agagttgtga tgctctcttc tgacagccaa agatgaaaaa 1440 

caaacagaaa aaaaaaagta aagagtctat ttatggctga catatttacg gctgacaaac . 1500 

tcctggaaga agctatgctg cttcccagcc tggcttcccc ggatgtttgg ctacctccac 1560 

ccctccatct caaagaaata acatcatcca ttggggtaga aaaggagagg gtccgagggt 1620 

ggtgggaggg atagaaatca catccgcccc aacttcccaa agagcagcat ccctcccccg 1680 

acccatagcc atgttttaaa gtcaccttcc gaagagaagt gaaaggttca aggacactgg 1740 

ccttgcaggc ccgagggagc agccatcaca aactcacaga ccagcacatc ccttttgaga 1800 

caccgccttc tgcccaccac tcacggacac atttctgcct agaaaacagc ttcttactgc 1860 

tcttacatgt gatggcatat cttacactaa aagaatatta ttgggggaaa aactacaagt 1920 

gctgtacata tgctgagaaa ctgcagagca taatagctgc cacccaaaaa tctttttgaa 1980 

aatcatttcc agacaacctc ttactttctg tgtagttttt aattgttaaa aaaaaaaagt 2040 

tttaaacaga agcacatgac atatgaaagc ctgcaggact ggtcgttttt ttggcaattc 2100 

ttccacgtgg gacttgtcca caagaatgaa agtagtggtt tttaaagagt taagttacat 2160 

atttattttc tcacttaagt tatttatgca aaagtttttc ttgtagagaa tgacaatgtt 2220 

aatattgctt tatgaattaa cagtctgttc ttccagagtc cagagacatt gttaataaag 2280 

acaatgaatc atgaccgaaa g 2301 



<210> 6 

<211> 213 

<212> PRT 

<213> Homo sapien 



<400> 6 



5 



Met 


Gin 


Leu 


Pro 


Leu 


Ala 


Leu 


Cys 


Leu 


He 


Cys 


Leu 


Leu 


Val 


His 


Thr 


1 








5 










10 










15 




Ala 


Phe 


Arg 


Val 


Val 


Glu 


Gly 


Gin 


Gly 


Trp 


Gin 


Ala 


Phe 


Lys 


Asn 


Asp 








20 










25 










30 






Ala 


Thr 


Glu 


He 


He 


Arg 


Glu 


Leu 


Gly 


Glu 


Tyr 


Pro 


Glu 


Pro 


Pro 


Pro 






35 










40 










45 








Glu 


Leu 


Glu 


Asn 


Asn 


Lys 


Thr 


Met 


Asn 


Arg 


Ala 


Glu 


Asn 


Gly 


Gly 


Arg 




50 










55 










60 










Pro 


Pro 


His 


His 


Pro 


Phe 


Glu 


Thr 


Lys 


Asp 


Val 


Ser 


Glu 


Tyr 


Ser 


Cys 


65 










70 










75 










80 


Arg 


Glu 


Leu 


His 


Phe 


Thr 


Arg 


Tyr 


Val 


Thr 


Asp 


Gly 


Pro 


Cys 


Arg 


Ser 










85 










90 










95 




Ala 


Lys 


Pro 


Val 


Thr 


Glu 


Leu 


Val 


Cys 


Ser 


Gly 


Gin 


Cys 


Gly 


Pro 


Ala 








100 










105 










110 






Arg 


Leu 


Leu 


Pro 


Asn 


Ala 


He 


Gly 


Arg 


Gly 


Lys 


Trp 


Trp 


Arg 


Pro 


Ser 






115 










120 










125 








Gly 


Pro 


Asp 


Phe 


Arg 


Cys 


He 


Pro 


Asp 


Arg 


Tyr 


Arg 


Ala 


Gin 


Arg 


Val 




130 










135 










140 










Gin 


Leu 


Leu 


Cys 


Pro 


Gly 


Gly 


Glu 


Ala 


Pro 


Arg 


Ala 


Arg 


Lys 


Val 


Arg 


145 










150 










155 










160 


Leu 


Val 


Ala 


Ser 


Cys 


Lys 


Cys 


Lys 


Arg 


Leu 


Thr 


Arg 


Phe 


His 


Asn 


Gin 










165 










170 










175 




Ser 


Glu 


Leu 


Lys 


Asp 


Phe 


Gly 


Thr 


Glu 


Ala 


Ala 


Arg 


Pro 


Gin 


Lys 


Gly 








180 










185 










190 






Arg 


Lys 


Pro 


Arg 


Pro 


Arg 


Ala 


Arg 


Ser 


Ala 


Lys 


Ala 


Asn 


Gin 


Ala 


Glu 






195 










200 










205 








Leu 


Glu 


Asn 


Ala 


Tyr 

























210 

<210> 7 

<211> 2301 

<212> DNA 

<213> Homo sapien 

<400> 7 
agagcctgtg ctactggaag 
tggccctgtg tctcgtctgc 
ggtggcaggc gttcaagaat 
agcctccacc ggagctggag 
ctccccacca cccctttgag 
tcacccgcta cgtgaccgat 
gctccggcca gtgcggcccg 
ggcgacctag tgggcccgac 
agctgctgtg tcccggtggt 
gcaagtgcaa gcgcctcacc 
aggccgctcg gccgcagaag 
accaggccga gctggagaac 
gccccggccc tgaacccgcg 
atttcattgt aaatgcctgc 
atcccgggcg ccggcaaggc 
gagggaattg agagtcacag 
ttgctggtcc cacttcagag 
agggagcggt gtgggagtgg 



gtggcgtgcc 
ctgctggtac 
gatgccacgg 
aacaacaaga 
accaaagacg 
gggccgtgcc 
gcgcgcctgc 
ttccgctgca 
gaggcgccgc 
cgcttccaca 
ggccggaagc 
gcctactaga 
ccccacattt 
aacccagggc 
ccccctcagc 
acactgagcc 
gaggcagaaa 
gaaagtccag 



ctcctctggc 
acacagcctt 
aaatcatccg 
ccatgaaccg 
tgtccgagta 
gcagcgccaa 
tgcccaacgc 
tccccgaccg 
gcgcgcgcaa 
accagtcgga 
cgcggccccg 
gcccgcccgc 
ctgtcctctg 
agggggctga 
ccgccagctg 
acgcagcccc 
tggaagcatt 
ggactggtta 



tggtaccatg 
ccgtgtagtg 
cgagctcgga 
ggcggagaac 
cagctgccgc 
gccggtcacc 
catcggccgc 
ctaccgcgcg 
ggtgcgcctg 
gctcaaggac 
cgcccggagc 
gcccctcccc 
cgcgtggttt 
gaccttccag 
aggggtccca 
gcctctgggg 
ttcaccgccc 
agaaagttgg 



cagctcccac 
gagggccagg 
gagtaccccg 
ggagggcggc 
gagctgcact 
gagctggtgt 
ggcaagtggt 
cagcgcgtgc 
gtggcctcgt 
ttcgggaccg 
gccaaagcca 
accggcgggc 
gattgtttat 
gccctgagga 
cggggcaggg 
ccgcctacct 
tggggtttta 
ataagattcc 



60 
120 
180 
240 
300 
360 
420 
480 
540 
600 
660 
720 
780 
840 
900 
960 
1020 
1080 



6 



cccttgcacc 
caactgtaga 
tacacaattc 
taggatctcg 
cagaggtgag 
caaggtcact 
caaacagaaa 
tcctggaaga 
ccctccatct 
ggtgggaggg 
acccatagcc 
ccttgcaggc 
caccgccttc 
tcttacatgt 
gctgtacata 
aatcatttcc 
tttaaacaga 
ttccacgtgg 
atttattttc 
aatattgctt 
acaatgaatc 



tcgctgccca 
tgtggtttct 
tccttcggga 
aggagactat 
agagagagag 
tccagaattc 
aaaaaaagta 
agctatgctg 
caaagaaata 
atagaaatca 
atgttttaaa 
ccgagggagc 
tgcccaccac 
gatggcatat 
tgctgagaaa 
agacaacctc 
agcacatgac 
gacttgtcca 
tcacttaagt 
tatgaattaa 
atgaccgaaa 



tcagaaagcc 
agtcctggct 
cctcaatttc 
tggcatatga 
agaaagagag 
agagttgtga 
aagagtctat 
cttcccagcc 
acatcatcca 
catccgcccc 
gtcaccttcc 
agccatcaca 
tcacggacac 
cttacactaa 
ctgcagagca 
ttactttctg 
atatgaaagc 
caagaatgaa 
tatttatgca 
cagtctgttc 

g 



tgaggcgtgc 
ctgccactaa 
cactttgtaa 
ttccaaggac 
agaatgaatg 
tgctctcttc 
ttatggctga 
tggcttcccc 
ttggggtaga 
aacttcccaa 
gaagagaagt 
aactcacaga 
atttctgcct 
aagaatatta 
taatagctgc 
tgtagttttt 
ctgcaggact 
agtagtggtt 
aaagtttttc 
ttccagagtc 



ccagagcaca 
cttgctgtgt 
aatgagggtg 
tccagtgcct 
cagttgcatt 
tgacagccaa 
catatttacg 
ggatgtttgg 
aaaggagagg 
agagcagcat 
gaaaggttca 
ccagcacatc 
agaaaacagc 
ttgggggaaa 
cacccaaaaa 
aattgttaaa 
ggtcgttttt 
tttaaagagt 
ttgtagagaa 
cagagacatt 



agactggggg 
aaccttgaac 
gaggtgggaa 
tttgaatggg 
gattcagtgc 
agatgaaaaa 
gctgacaaac 
ctacctccac 
gtccgagggt 
ccctcccccg 
aggacactgg 
ccttttgaga 
ttcttactgc 
aactacaagt 
tctttttgaa 
aaaaaaaagt 
ttggcaattc 
taagttacat 
tgacaatgtt 
gttaataaag 



1140 
1200 
1260 
1320 
1380 
1440 
1500 
1560. 
1620 
1680 
1740 
1800 
1860 
1920 
1980 
2040 
2100 
2160 
2220 
2280 
2301 



<210> 
<211> 
<212> 
<213> 



213 
PRT 

Homo sapien 



<400> 8 



Met 


Gin 


Leu 


Pro 


Leu 


Ala 


Leu 


Cys 


Leu 


Val 


Cys 


Leu 


Leu 


Val 


His 


Thr 


1 








5 










10 










15 




Ala 


Phe 


Arg 


Val 


Val 


Glu 


Gly 


Gin 


Gly 


Trp 


Gin 


Ala 


Phe 


Lys 


Asn 


Asp 








20 










25 










30 






Ala 


Thr 


Glu 


He 


He 


Arg 


Glu 


Leu 


Gly 


Glu 


Tyr 


Pro 


Glu 


Pro 


Pro 


Pro 






35 










40 










45 








Glu 


Leu 


Glu 


Asn 


Asn 


Lys 


Thr 


Met 


Asn 


Arg 


Ala 


Glu 


Asn 


Gly 


Gly 


Arg 




50 










55 










60 










Pro 


Pro 


His 


His 


Pro 


Phe 


Glu 


Thr 


Lys 


Asp 


Val 


Ser 


Glu 


Tyr 


Ser 


Cys 


65 










70 










75 










80 


Arg 


Glu 


Leu 


His 


Phe 


Thr 


Arg 


Tyr 


Val 


Thr 


Asp 


Gly 


Pro 


Cys 


Arg 


Ser 










85 










90 










95 




Ala 


Lys 


Pro 


Val 


Thr 


Glu 


Leu 


Val 


Cys 


Ser 


Gly 


Gin 


Cys 


Gly 


Pro 


Ala 








100 










105 










110 






Arg 


Leu 


Leu 


Pro 


Asn 


Ala 


He 


Gly 


Arg 


Gly 


Lys 


Trp 


Trp 


Arg 


Pro 


Ser 






115 










120 










125 








Gly 


Pro 


Asp 


Phe 


Arg 


Cys 


He 


Pro 


Asp 


Arg 


Tyr 


Arg 


Ala 


Gin 


Arg 


Val 




130 










135 










140 










Gin 


Leu 


Leu 


Cys 


Pro 


Gly 


Gly 


Glu 


Ala 


Pro 


Arg 


Ala 


Arg 


Lys 


Val 


Arg 


145 










150 










155 










160 


Leu 


Val 


Ala 


Ser 


Cys 


Lys 


Cys 


Lys 


Arg 


Leu 


Thr 


Arg 


Phe 


His 


Asn 


Gin 










165 










170 










175 




Ser 


Glu 


Leu 


Lys 


As P 


Phe 


Gly 


Thr 


Glu 


Ala 


Ala 


Arg 


Pro 


Gin 


Lys 


Gly 








180 










185 










190 






Arg 


Lys 


Pro 


Arg 


Pro 


Arg 


Ala 


Arg 


Ser 


Ala 


Lys 


Ala 


Asn 


Gin 


Ala 


Glu 



7 



195 200 205 

Leu Glu Asn Ala Tyr 
210 

<210> 9 
<211> 642 
<212> DNA 

<213> Cercopithecus pygerythrus 
<400> 9 

atgcagctcc cactggccct gtgtcttgtc tgcctgctgg tacacgcagc cttccgtgta 60 
gtggagggcc aggggtggca ggccttcaag aatgatgcca cggaaatcat ccccgagctc 120 
ggagagtacc ccgagcctcc accggagctg gagaacaaca agaccatgaa ccgggcggag 180 
aatggagggc ggcctcccca ccaccccttt gagaccaaag acgtgtccga gtacagctgc 240 
cgagagctgc acttcacccg ctacgtgacc gatgggccgt gccgcagcgc caagccagtc 300 
accgagttgg tgtgctccgg ccagtgcggc ccggcacgcc tgctgcccaa cgccatcggc 360 
cgcggcaagt ggtggcgccc gagtgggccc gacttccgct gcatccccga ccgctaccgc 420 
gcgcagcgtg tgcagctgct gtgtcccggt ggtgccgcgc cgcgcgcgcg caaggtgcgc 480 
ctggtggcct cgtgcaagtg caagcgcctc acccgcttcc acaaccagtc ggagctcaag 540 
gacttcggtc ccgaggccgc tcggccgcag aagggccgga agccgcggcc ccgcgcccgg 600 
ggggccaaag ccaatcaggc cgagctggag aacgcctact ag 642 

• 

<210> 10 
<211> 213 
<212> PRT 

<213> Cercopithecus pygerythrus 
<400> 10 

Met Gin Leu Pro Leu Ala Leu Cys Leu Val Cys Leu Leu Val His Ala 

1 5 10 15 

Ala Phe Arg Val Val Glu Gly Gin Gly Trp Gin Ala Phe Lys Asn Asp 

20 25 30 

Ala Thr Glu lie lie Pro Glu Leu Gly Glu Tyr Pro Glu Pro Pro Pro 

35 40 45 

Glu Leu Glu Asn Asn Lys Thr Met Asn Arg Ala Glu Asn Gly Gly Arg 

50 55 60 

Pro Pro His His Pro Phe Glu Thr Lys Asp Val Ser Glu Tyr Ser Cys 
65 70 75 80 

Arg Glu Leu His Phe Thr Arg Tyr Val Thr Asp Gly Pro Cys Arg Ser 

85 90 95 

Ala Lys Pro Val Thr Glu Leu Val Cys Ser Gly Gin Cys Gly Pro Ala 

100 105 110 

Arg Leu Leu Pro Asn Ala lie Gly Arg Gly Lys Trp Trp Arg Pro Ser 

115 120 125 

Gly Pro Asp Phe Arg Cys lie Pro Asp Arg Tyr Arg Ala Gin Arg Val 

130 135 140 

Gin Leu Leu Cys Pro Gly Gly Ala Ala Pro Arg Ala Arg Lys Val Arg 
145 150 155 160 

Leu Val Ala Ser Cys Lys Cys Lys Arg Leu Thr Arg Phe His Asn Gin 

165 170 " 175 

Ser Glu Leu Lys Asp Phe Gly Pro Glu Ala Ala Arg Pro Gin Lys Gly 

180 185 190 

Arg Lys Pro Arg Pro Arg Ala Arg Gly Ala Lys Ala Asn Gin Ala Glu 



8 



195 200 
Leu Glu Asn Ala Tyr 
210 

<210> 11 

<211> 638 

<212> DNA 

<213> Mus musculus 

<400> 11 

atgcagccct cactagcccc gtgcctcatc 

gtggagggcc aggggtggca agccttcagg 

ggagagtacc ccgagcctcc tcctgagaac 

ggcagacctc cccaccatcc ctatgacgcc 

ctgcactaca cccgcttcct gacagacggc 

ttggtgtgct ccggccagtg cggccccgcg 

aagtggtggc gcccgaacgg accggatttc 

cgggtgcagc tgctgtgccc cgggggcgcg 

gcctcgtgca agtgcaagcg cctcacccgc 

gggccggaga ccgcgcggcc gcagaagggt 

aaagccaacc aggcggagct ggagaacgcc 

<210> 12 
<211> 211 
<212> PRT 

<213> Mus musculus 
<400> 12 



Met 


Gin 


Pro 


Ser 


Leu 


Ala 


Pro 


Cys 


Leu 


He 


Cys 


Leu 


Leu 


Val 


His 


Ala 


1 








5 










10 










15 




Ala 


Phe 


Cys 


Ala 
20 


Val 


Glu 


Gly 


Gin 


Gly 
25 


Trp 


Gin 


Ala 


Phe 


Arg 
30 


Asn 


Asp 


Ala 


Thr 


Glu 

35 


Val 


He 


Pro 


Gly 


Leu 
40 


Gly 


Glu 


Tyr 


Pro 


Glu 
45 


Pro 


Pro 


Pro 


Glu 


Asn 


Asn 


Gin 


Thr 


Met 


Asn 


Arg 


Ala 


Glu 


Asn 


Gly Gly Arg 


Pro 


Pro 




50 










55 










60 










His 


His 


Pro 


Tyr 


Asp 


Ala 


Lys 


Asp 


Val 


Ser 


Glu 


Tyr 


Ser 


Cys 


Arg 


Glu 


65 










70 










75 










80 


Leu 


His 


Tyr 


Thr 


Arg 
85 


Phe 


Leu 


Thr 


Asp 


Gly 
90 


Pro 


Cys 


Arg 


Ser 


Ala 
95 


Lys 


Pro 


Val 


Thr 


Glu 
100 


Leu 


Val 


Cys 


Ser 


Gly 
105 


Gin 


Cys 


Gly 


Pro 


Ala 
110 


Arg 


Leu 


Leu 


Pro 


Asn 


Ala 


He 


Gly' 


Arg 


Val 


Lys 


Trp 


Trp Arg 


Pro 


Asn 


Gly 


Pro 






115 










120 










125 








Asp 


Phe 
130 


Arg 


Cys 


He 


Pro 


Asp 
135 


Arg 


Tyr 


Arg 


Ala 


Gin 
140 


Arg 


Val 


Gin 


Leu 


Leu 


Cys 


Pro 


Gly 


Gly 


Ala 


Ala 


Pro 


Arg 


Ser 


Arg 


Lys 


Val 


Arg 


Leu 


Val 


145 










150 










155 










160 


Ala 


Ser 


Cys 


Lys 


Cys 
165 


Lys 


Arg 


Leu 


Thr 


Arg 
170 


Phe 


His 


Asn 


Gin 


Ser 
175 


Glu 


Leu 


Lys 


Asp 


Phe 


Gly 


Pro 


Glu 


Thr 


Ala 


Arg 


Pro 


Gin 


Lys 


Gly Arg 


Lys 








180 










185 










190 






Pro 


Arg 


Pro 


Gly 


Ala 


Arg 


Gly 


Ala 


Lys 


Ala 


Asn 


Gin 


Ala 


Glu 


Leu 


Glu 



205 



tgcctacttg tgcacgctgc cttctgtgct 60 

aatgatgcca cagaggtcat cccagggctt 120 

aaccagacca tgaaccgggc ggagaatgga 180 

aaaggtgtgt ccgagtacag ctgccgcgag 240 

ccatgccgca gcgccaagcc ggtcaccgag 300 

cggctgctgc ccaacgccat cgggcgcgtg 360 

cgctgcatcc cggatcgcta ccgcgcgcag 420 

gcgccgcgct cgcgcaaggt gcgtctggtg 480 

ttccacaacc agtcggagct caaggacttc 540 

cgcaagccgc ggcccggcgc ccggggagcc 600 

tactagag 638 



9 



195 200 205 

Asn Ala Tyr 
210 

<210> 13 
<211> 674 
<212> DNA 

<213> Rattus norvegicus 



<400> 13 

gaggaccgag tgcccttcct ccttctggca ccatgcagct ctcactagcc ccttgccttg 60 

cctgcctgct tgtacatgca gccttcgttg ctgtggagag ccaggggtgg caagccttca 120 

agaatgatgc cacagaaatc atcccgggac tcagagagta cccagagcct cctcaggaac 180 

tagagaacaa ccagaccatg aaccgggccg agaacggagg cagacccccc caccatcctt 240 

atgacaccaa agacgtgtcc gagtacagct gccgcgagct gcactacacc cgcttcgtga 300 

ccgacggccc gtgccgcagt gccaagccgg tcaccgagtt ggtgtgctcg ggccagtgcg 360 

gccccgcgcg gctgctgccc aacgccatcg ggcgcgtgaa gtggtggcgc ccgaacggac 420 

ccgacttccg ctgcatcccg gatcgctacc gcgcgcagcg ggtgcagctg ctgtgccccg 480 

gcggcgcggc gccgcgctcg cgcaaggtgc gtctggtggc ctcgtgcaag tgcaagcgcc 540 

tcacccgctt ccacaaccag tcggagctca aggacttcgg acctgagacc gcgcggccgc 600 

agaagggtcg caagccgcgg ccccgcgccc ggggagccaa agccaaccag gcggagctgg 660 

agaacgccta ctag ' 674 



<210> 14 
<211> 213 
<212> PRT 

<213> Rattus norvegicus 
<400> 14 



Met 


Gin 


Leu 


Ser 


Leu 


Ala 


Pro 


Cys 


Leu 


Ala 


Cys 


Leu 


Leu 


Val 


His 


Ala 


1 








5 










10 










15 




Ala 


Phe 


Val 


Ala 
20 


Val 


Glu 


Ser 


Gin 


Gly 
25 


Trp 


Gin 


Ala 


Phe 


Lys 
30 


Asn 


Asp 


Ala 


Thr 


Glu 

35 


He 


He 


Pro 


Gly 


Leu 
40 


Arg 


Glu 


Tyr 


Pro 


Glu 
45 


Pro 


Pro 


Gin 


Glu 


Leu 
50 


Glu 


Asn 


Asn 


Gin 


Thr 
55 


Met 


Asn 


Arg 


Ala 


Glu 
60 


Asn 


Gly 


Gly 


Arg 


Pro 


Pro 


His 


His 


Pro 


Tyr 


Asp 


Thr 


Lys 


Asp 


Val 


Ser 


Glu 


Tyr 


Ser 


Cys 


65 










70 










75 










80 


Arg 


Glu 


Leu 


His 


Tyr 
85 


Thr 


Arg 


Phe 


Val 


Thr 
90 


Asp 


Gly 


Pro 


Cys 


Arg 
95 


Ser 


Ala 


Lys 


Pro 


Val 
100 


Thr 


Glu 


Leu 


Val 


Cys 
105 


Ser 


Gly 


Gin 


Cys 


Gly 
110 


Pro 


Ala 


Arg 


Leu 


Leu 


Pro 


Asn 


Ala 


He 


Gly Arg 


Val 


Lys 


Trp 


Trp 


Arg 


Pro 


Asn 






115 










120 










125 








Gly 


Pro 


Asp 


Phe 


Arg 


Cys 


He 


Pro Asp 


Arg 


Tyr 


Arg 


Ala 


Gin 


Arg 


Val 




130 










135 










140 










Gin 


Leu 


Leu 


Cys 


Pro 


Gly 


Gly 


Ala 


Ala 


Pro 


Arg 


Ser 


Arg 


Lys 


Val 


Arg 


145 










150 










155 










160 


Leu 


Val 


Ala 


Ser 


Cys 
165 


Lys 


Cys 


Lys 


Arg 


Leu 
170 


Thr 


Arg 


Phe 


His 


Asn 
175 


Gin 


Ser 


Glu 


Leu 


Lys 
180 


Asp 


Phe 


Gly 


Pro 


Glu 
185 


Thr 


Ala 


Arg 


Pro 


Gin 
190 


Lys 


Gly 



10 



Arg Lys Pro Arg Pro Arg Ala Arg Gly Ala Lys Ala Asn Gin Ala Glu 

195 ~ 200 ^ 205 

Leu Glu Asn Ala Tyr 
210 

<210> 15 
<211> 532 
<212> DNA 
<213> Bos torus 



<400> 
agaatgatgc 
tgaacaacaa 
agaccaaaga 
atgggccgtg 
cggcgcgcct 
acttccgctg 
gcgcggcgcc 
ctcgcttcca 
cgggccggaa 



15 

cacagaaatc 
gaccatgaac 
cgcctccgag 
ccgcagcgcc 
gctgcccaac 
catccccgac 
gcgcgcgcgc 
caaccagtcc 
gctgcggccc 



atccccgagc 
cgggcggaga 
tacagctgcc 
aagccggtca 
gccatcggcc 
cgctaccgcg 
aaggtgcgcc 
gagctcaagg 
cgcgcccggg 



tgggcgagta 
acggagggag 
gggagctgca 
ccgagctggt 
gcggcaagtg 
cgcagcgggt 
tggtggcctc 
acttcgggcc 
gcaccaaagc 



ccccgagcct 
acctccccac 
cttcacccgc 
gtgctcgggc 
gtggcgccca 
gcagctgttg 
gtgcaagtgc 
cgaggccgcg 
cagccgggcc 



ctgccagagc 
cacccctttg 
tacgtgaccg 
cagtgcggcc 
agcgggcccg 
tgtcctggcg 
aagcgcctca 
cggccgcaaa 
ga 



60 
120 
180 
240 
300 
360 
420 
480 
532 



<210> 16 
<211> 176 
<212> PRT 
<213> Bos torus 



<400> 16 



Asn 


Asp 


Ala 


Thr 


Glu 


He 


He 


Pro 


1 








5 








Leu 


Pro 


Glu 


Leu 
20 


Asn 


Asn 


Lys 


Thr 


Arg 


Pro 


Pro 
35 


His 


His 


Pro 


Phe 


Glu 
40 


Cys 


Arg 
50 


Glu 


Leu 


His 


Phe 


Thr 
55 


Arg 


Ser 


Ala 


Lys 


Pro 


Val 


Thr 


Glu 


Leu 


65 










70 






Ala 


Arg 


Leu 


Leu 


Pro 
85 


Asn 


Ala 


He 


Ser 


Gly 


Pro 


Asp 
100 


Phe 


Arg 


Cys 


He 


Val 


Gin 


Leu 
115 


Leu 


Cys 


Pro 


Gly 


Gly 
120 


Arg 


Leu 
130 


Val 


Ala 


Ser 


Cys 


Lys 
135 


Cys 


Gin 


Ser 


Glu 


Leu 


Lys 


Asp 


Phe 


Gly 


145 










150 






Gly 


Arg 


Lys 


Leu 


Arg 
165 


Pro 


Arg 


Ala 



Glu 


Leu 
10 


Gly 


Glu 


Tyr 


Pro 


Glu 
15 


Pro 


Met 


Asn 


Arg 


Ala 


Glu 


Asn 


Gly Gly 


25 










30 






Thr 


Lys 


Asp 


Ala 


Ser 
45 


Glu 


Tyr 


Ser 


Tyr 


Val 


Thr 


Asp 
60 


Gly 


Pro 


Cys 


Arg 


Val 


Cys 


Ser 
75 


Gly 


Gin 


Cys 


Gly 


Pro 
80 


Gly 


Arg 
90 


Gly 


Lys 


Trp 


Trp 


Arg 
95 


Pro 


Pro 


Asp 


Arg 


Tyr 


Arg 


Ala 


Gin Arg 


105 










110 






Ala 


Ala 


Pro 


Arg 


Ala 
125 


Arg 


Lys 


Val 


Lys 


Arg 


Leu 


Thr 
140 


Arg 


Phe 


His 


Asn 


Pro 


Glu 


Ala 
155 


Ala 


Arg 


Pro 


Gin 


Thr 
160 


Arg 


Gly 
170 


Thr 


Lys 


Ala 


Ser 


Arg 
175 


Ala 



BEST AVAILABLE COPY 

SEQ ID Wzl7 and SBQ ID IDzlB 



MERC PSLGVTL YALWVLGLRAT PAGGQH YLH I RPAPSDNLPLV 
DLIEHPDPIFDPKEKDLNETLLRSLLGGHYDPGFMATSPPEDRPGGGGGAAGGAEDLA 
ELDQLLRQRPSGAMPSE I KGLEFSEGLAQGKKQRLSKKLRRKLQMWLWSQT FC PVL YA 
WNDLGSRFWPRYVKVGSCFSKRSCSVPEGMVCKPSKSVHLTVLRWRCQRRGGQRCGWI 
PIQYPIISECKCSC 

1 gagctccggc gggtcagccg gactgtcggc ttcccggggc atctgggtcc ggcggggcac 
61 agccctgggc gctgccgaag ccgccgccgc cgcctccgcg gcgagtacag gcggcttccc 
121 ccggagcctg tgcagctcca gctcctcggg ggtggagaag tggggggtgg gggtgatgta 

181 tggggggaag aagggggagg ggccaacccc gagagagtca gtggtttcca tggtgatgga 
241 gctgaaagtg caggaaattt aaaggcttgg accctgcgag acagacaaac cggtgccaac 
301 gtgcgcggac gccgccgccg ccgccgccgc tggagtccgc cgggcagagc cggccgcgga 
361 gcccggagca ggcggaggga agtgccccta gaaccagctc agccagcggc gcttgcacag 
421 agcggccggn cgaagagcag cgagaggagg aggggagagc ggctcgtcca cgcgccctgc 
481 gccgccgccg gcccgggaag gcagcgagga gccggcgcct cccgcgcccc gcggtcgccc 
541 tggagtaatt tcggatgccc agccgcggcc gccttcccca gtagacccgg gagaggagtt 
601 gcggccaact tgtgtgcctt tcttccgccc cggtgggagc cggcgctgcg cgaagggctc 
661 tcccggcggc tcatgctgcc ggccctgcgc ctgcccagcc tcgggtgagc cgcctccgga 
721 gagacggggg agcgcggcgg cgccgcgggc tcggcgtgct ctcctccggg gacgcgggac 
781 gaagcagcag ccccgggcgc gcgccagagg catggagcgc tgccccagcc taggggtcac 
841 cctctacgcc ctggtggtgg tcctggggct gcgggcgaca ccggccggcg gccagcacta 
901 tctccacatc cgcccggcac ccagcgacaa cctgcccctg gtggacctca tcgaacaccc 
961 agaccctatc tttgacccca aggaaaagga tctgaacgag acgctgctgc gctcgctgct 
1021 cgggggccac tacgacccag gcttcatggc cacctcgccc cccgaggacc ggcccggcgg 
1081 gggcgggggt gcagctgggg gcgcggagga cctggcggag ctggaccagc tgctgcggca 
1141 gcggccgtcg ggggccatgc cgagcgagat caaagggcta gagttctccg agggcttggc 
1201 ccagggcaag aagcagcgcc taagcaagaa gctgcggagg aagttacaga tgtggctgtg 
1261 gtcgcagaca ttctgccccg tgctgtacgc gtggaacgac ctgggcagcc gcttttggcc 
1321 gcgctacgtg aaggtgggca gctgcttcag taagcgctcg tgctccgtgc ccgagggcat 
1381 ggtgtgcaag ccgtccaagt ccgtgcacct cacggtgctg cggtggcgct gtcagcggcg 
1441 cgggggccag cgctgcggct ggattcccat ccagtacccc atcatttccg agtgcaagtg 
1501 ctcgtgctag aactcggggg ccccctgccc gfcacccggac acttgatcct cgagctc 



BESi MVMti-AcsLt COPY 

SH3 3DND:19 



MPSLPAPPAPLLLLGLLLLGSRPARGAGPEPPVLPIRSEKEPLP 
VRGAAGCTFGGKVYALDETWHPDLGEPFGVMRCVLCACEAPQWGRRTRGPGRVSCKNI 
KPECPTPACGQPRQLPGHCCQTCPQERSSSERQPSGLSFEYPRDPEHRSYSDRGEPGA 
EERARGDGHTDFVALLTGPRSQAVARARVSLLRSSLRFSISYRRLDRPTRIRFSDSNG 
SVLFEHPAAPTQDGLVCGVWRAVPRLSLRLLRAEQLHVALVTLTHPSGEVWGPLIRHR 
ALAAETFSAILTLEGPPQQGVGGITLLTLSDTEDSLHFLLLFRGLLEPRSGGLTQVPL 
RLQILHQGQLLRELQANVSAQEPGFAEVLPNLTVQEMDWLVLGELQMALEWAGRPGLR 
I SGH I AARKSCDVLQS VLCGADAL I PVQTGAAGSASLTLLGNGSL I YQVQWGTS SE V 
VAMTLETKPQRRDQRTVLCHMAGLQPGGHTAVGICPGLGARGAHMLLQNELFLNVGTK 
DFPDGELRGHVAALPYCGHS7VRHDTLPVPLAGALVLPPVKSQAAGHAWLSLDTHCHLH 



YEVLLAGLGGSEQGTVTAHLLGPPGTPGPRRLLKGFYGSEAQGWKDLEPELLRHLAK 
GMASLLITTKGSPRGELRGQVHIANQCEVGGLRLEAAGAEGVRALGAPDTASAAPPW 
PGLPALAPAKPGGPGRPRDPNTCFFEGQQRPHGARWAPNYDPLCSLCTCQRRTVICDP 
WCPPPSCPHPVQAPDQCCPVCPEKQDVRDLPGLPRSRDPGEGCYFDGDRSWRAAGTR 
WHPWPPFGLIKCAVCTCKGGTGEVHCEKVQCPRLACAQPVRVNPTDCCKQCPVGSGA 
HPQLGDPMQADGPRGCRFAGQWFPESQSWHPSVPPFGEMSCITCRCGAGVPHCERDDC 
SLPLSCGSGKESRCCSRCTAHRRPAPETRTDPELEKEAEGS" 



BEST AVAILABLE COPY 



S3 3D*Os20 



1 
61 
121 
181 
241 
301 
361 
421 
481 
541 
601 
661 
721 
781 
841 
901 
961 
1021 
1081 
1141 
1201 
1261 
1321 
1381 
1441 
1501 
1561 
1621 
1681 
1741 
1801 
1861 
1921 
1981 
2041 
2101 
2161 
2221 
2281 
2341 
2401 
2461 
2521 
2581 
2641 
2701 
2761 
2821 
2881 
2941 
3001 
3061 



cccgggtcag 
cggcgccgac 
ggccccggcc 
cctccctccc 
cgcgtcatgc 
ctcggctccc 
gagaaggagc 
gccttggacg 
ctgtgcgcct 
tgcaagaaca 
ggacactgct 
ctgtccttcg 
ggcgctgagg 
ccgaggtcgc 
tctatctcct 
agtgtcctgt 
cgggcagtgc 
gtgacactca 
gctgcagaga 
ggcatcaccc 
cgagggctgc 
ctacaccagg 
tttgctgagg 
ctgcagatgg 
gccaggaaga 
gtccagacgg 
tatcaggtgc 
cctcagcgga 
cacacggccg 
aatgagctct 
gtggctgccc 
gcaggagccc 
ttggataccc 
caaggcactg 
ctgaagggat 
ctgcggcacc 
ggggagctcc 
gaggcggccg 
ccgcctgtgg 
ccccgagacc 
gcgcccaact 
gacccggtgg 
tgccctgttt 
gacccaggag 
tggcaccccg 
ggcactggag 
gtgcgtgtca 
cagctggggg 
ttcccagaga 
acctgcagat 
tcctgtggct 
gccccagaga 



cgcccgcccg 
tctgcggccg 
ccctcccgcc 
tccgcccgct 
cgagcctccc 
ggccggcccg 
cgctgcccgt 
agacgtggca 
gcgaggcgcc 
tcaaaccaga 
gccagacctg 
agtatccgcg 
agcgggcccg 
aggcggtggc 
acaggcggct 
ttgagcaccc 
ctcggttgtc 
ctcacccttc 
ccttcagtgc 
tgctcactct 
tggaacccag 
ggcagctact 
tgctgcccaa 
ccctggagtg 
gctgcgacgt 
gtgctgccgg 
aagtggtagg 
gggatcagcg 
tgggtatctg 
tcctgaatgt 
tgccctactg 
tggtgctacc 
actgtcacct 
tcactgccca 
tctatggctc 
tggcaaaagg 
gagggcaggt 
gggccgaggg 
tgcctggtct 
ccaacacatg 
acgacccgct 
tgtgcccacc 
gccctgagaa 
agggctgcta 
ttgtgccccc 
aggtgcactg 
accccaccga 
accccatgca 
gtcagagctg 
gtggggcagg 
cggggaagga 
ccagaactga 



cccgcgctcc 
cccgacgagc 
gcaccgcccc 
cccgcgccct 
ggccccgccg 
cggcgccggc 
tcggggagcg 
cccggaccta 
tcagtggggt 
gtgcccaacc 
cccccaggag 
ggacccggag 
tggtgacggc 
acgagcccga 
ggaccgccct 
tgcagccccc 
tctgcggctc 
aggggaggtc 
catcctgact 
cagtgacaca 
gagtggggga 
gcgagaactt 
cctgacagtc 
ggcaggcagg 
cctgcaaagt 
ctcagccagc 
gacaagcagt 
cactgtcctg 
ccctgggctg 
gggcaccaag 
tgggcatagc 
ccctgtgaag 
gcactatgaa 
cctccttggg 
agaggcccag 
catggcctcc 
gcacatagcc 
ggtgcgggcg 
cccggcccta 
cttcttcgag 
ctgctcactc 
gcccagctgc 
acaagatgtc 
ttttgatggt 
ctttggctta 
tgagaaggtg 
ctgctgcaaa 
ggctgatggg 
gcacccctca 
ggtgcctcac 
gagtcgatgc 
tccagagctg 



tcccggccgc 
ccctcgcggc 
cggcccggcc 
cctccctccc 
gccccgctgc 
cccgagcccc 
gcaggctgca 
ggggagccat 
cgccgtacca 
ccggcctgtg 
cgcagcagtt 
catcgcagtt 
cacacggact 
gtctcgctgc 
accaggatcc 
acccaagatg 
cttagggcag 
tgggggcctc 
ctagaaggcc 
gaggactcct 
ctaacccagg 
caggccaatg 
caggagatgg 
ccagggctgc 
gtcctttgtg 
ctcacgctgc 
gaggtggtgg 
tgccacatgg 
ggtgcccgag 
gacttcccag 
gcccgccatg 
agccaagcag 
gtgctgctgg 
cctcctggaa 
ggtgtggtga 
ctgctgatca 
aaccaatgtg 
ctgggggctc 
gcgcccgcca 
gggcagcagc 
tgcacctgcc 
ccacacccgg 
agagacttgc 
gaccggagct 
attaagtgtg 
cagtgtcccc 
cagtgtccag 
ccccggggct 
gtgccccctt 
tgtgagcggg 
tgttcccgct 
gagaaagaag 



tcctcccgcc 

actgccccgg 

ctccgccctc-; 

tcctccccag^ 

tgctcctcgg 

ccgtgctgcc 

ccttcggcgg 

tcggggtgat 

ggggccctgg 

ggcagccgcg 

cggagcggca 

atagcgaccg 

tcgtggcgct 

tgcgctctag 

gcttctcaga 

gcctggtctg 

aacagctgca 

tcatccggca 

ccccacagca 

tgcatttttt 

ttcccttgag 

tctcagccca 

actggctggt 

gcatcagtgg 

gggctgatgc 

taggaaatgg 

ccatgacact 

ctggactcca 

gggctcatat 

acggagagct 

acacgctgcc 

cagggcacgc 

ctgggcttgg 

cgccagggcc 

aggacctgga 

ccaccaaggg 

aggttggcgg 

cggatacagc 

aacctggtgg 

gcccccacgg 

agagacgaac 

tgcaggctcc 

cagggctgcc 

ggcgggcagc 

ctgtctgcac 

ggctggcctg 

tggggtcggg 

gccgttttgc 

ttggagagat 

atgactgttc 

gcacggccca 

ccgaaggctc 



ccgcccggcc 
ccccggcccc 
cgcactcccg 
ctgtcccgtt 
gctgctgctg 
catccgttct 
gaaggtctat 
gcgctgcgtg 
cagggtcagc 
ccagctgccg 
gccgagcggc 
cggggagcca 
gctgacaggg 
cctccgcttc 
ctccaatggc 
tggggtgtgg 
tgtggcactt 
ccgggccctg 
gggcgtaggg 
gctgctcttc 
gctccagatt 
ggaaccaggc 
gctgggggag 
acacattgct 
cctgatccca 
ctccctgatc 
ggagaccaag 
gccaggagga 
gctgctgcag 
tcgggggcac 
cgtgccccta 
ctggctttcc 
tggctcagaa 
tcggcggctg 
gccggaactg 
tagccccaga 
actgcgcctg 
ctctgctgcg 
tcctgggcgg 
ggctcgctgg 
ggtgatctgt 
cgaccagtgc 
aaggagccgg 
gggtacgcgg 
ctgcaagggg 
tgcccagcct 
ggcccacccc 
tgggcagtgg 
gagctgtatc 
actgccactg 
ccggcggcca 
ttagggagca 



3121 
3181 
3241 
3301 
3361 
3421 
3481 
3541 



gccagagggc 
accttcttgc 
cccaccccca 
ccgaggtcac 
cacccctttc 
tcagcaccaa 
ttggagagtt 
aaaaaaa 



caagtgacca 
attctcctgt 
ctacctctgg 
agccactcca 
ctcctgtaca 
gggcccccga 
ttgtatttat 



agaggatggg 
gggaagccca 
gaaccacagc 
agtcctgccc 
taatgtcact 
cactccactc 
taaaacattt 



gcctgagctg 
gtgcctttgc 
tccacaaggg 
tgccaccctc 
ggcttgttgg 
ctgctgcccc 
ctttttcagt 



gggaaggggt 
tcctctgtcc 
ggagaggcag 
ggcctctgtc 
gatttttaat 
tgagctgagc 
caaaaaaaaa 



ggcatcgagg 
tgcctctact 
ctgggccaga 
ctggaagccc 
ttatcttcac 
agagtcatta 
aaaaaaaaaa 



// 



